Kon Tta Ha3Ba qUCHUIUIIHA

1-091-2-1 I'enoMika Ta mpoTeOMiKa

HasBa qucumiuiiHg aHriiChbKOO
MOBOIO

Genomics and Proteomics

PexoMeHnayeThCs AMs Tamy3i 3HaHb
(cneyianvHocmi, 0C8IMHBLOI Npocpamu)

Jlns crieniasibHOCTEH yCiX raigy3el 3HaHb

Kadenpa bioximii Ta iziomnorii
IL.III. HIIIT a moscrusocmiy VYmakora ["'aymaa OnexcanapiBHa
PiBens BO [lepmmii (6akanaBpChKHil)

Kpr, CCMCCTDP (na axomy byde suxradamicsy)

Kypc: Oynb-sxuii, cemectp: Oyab-sKuii

MogBa BUKJIadaHHsA

Ykpaincbka

HpepeKBi3I/ITI/I (nepet)y/woeu 6UBUEHH]
oucyuniinu)

ba3oBi 3HaHHA 3 010/10T11

[Ilo 6yne BuBUaTHUCS

CriBBIAHOIIEHHS! OCOOJMBOCTEN T€HOMY Ta
MIPOAYKITT MMPOTEIHIB, 1110 BU3HAYAIOTh TIEBHI
BJIACTUBOCTI Ta QYHKIIIT PI3HUX KUBUX
OpraHi3MiB

Yomy 11e 11ikaBo/Tpeda BUBYATH

HaGytu BminHS 11eHTH(DIKYBaTH 200
MOPIBHIOBATH MPOTEIHU, €KCIIPECOBAHI B
KOHKPETHOMY T'€HOMI 32 KOHKPETHUX YMOB,
BUKOPHUCTOBYBATU 1HPOPMAITIIO 15
MIPOTHO3YBAHHS MOBEAIHKU KJIITUH 200
PO3BHUTKY LIJILOBUX (hapMIIpenaparis.

Yoro MoXHa HABUUTHUCS (pesyromamu
HaB4aHHs)

3HaTH MeXaHI3MU 30€peKeHHs, peami3aiii Ta
nepeaaydl TeHeTHYHO1 iHdopMarlii Ta iXHe
3HAYCHHS B €BOJIIOIIIHUX MPOIlecax.

SIK MOXKHA KOPUCTYBAaTUCS

Ha0yTHUMH 3HAHHSAMH 1 YMIHHAMHU
(komnemenmnocmi)

3AaTHICTh JI0 aHaNI3y MeEXaH13MIB
30epeKeHHsI, pealti3allii Ta nepeaayi
reHETUYHOI 1H(pOopMaIlli OpraHi3miB.

[adopmarriitne 3a06e3neueHHs

Momnorpadisi, HaBUYaIbHUI TOCIOHUK,
npesentanii, nogatku Microsoft 365

BI/II[I/I HaBYaJIbHUX 3aHATD (rexyii,
NPAaKmMuyti, CeMIHAPCHbKI, 1a00PAMOPHI 3aHAMMS MOU40)

Jlexuii, mabopaTopHi

Bun cemecTpoBOro KOHTPOIIHO

Judepenmitnuii 3amik

MakcumanbHa KIJTbKICTh 3700yBaviB

HeoOMexXeHa

MiHiMabHa KITBKICTB 3100yBaviB
(minvku O MOGHUX Ma MEOPUUX OUCYUNILIH)




